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Supplementary Figures S1-S3
Supplementary Figure S1 Values of translational efficiency from differently gated cell populations. Supplementary Figure S2 Plots of a flow cytometric analysis presented in Figure 3B . Supplementary Figure S3 Plots of a flow cytometric analysis presented in Figure 7 .
Supplementary Tables S1-S3
Supplementary Table S1 Sequences of the 5' UTRs containing Kt. Supplementary Table S2 Sequences of the 5' UTRs containing Kl, Kl2, MS2SL, or Fr15 . Supplementary Table S3 Verified combinations of an RNA motif for translation repression and an output protein.
Supplementary Figures
Supplementary Figure S1 . Values of translational efficiency from differently gated cell populations. (A)
A series of translational efficiencies from the same data as in Figure 2 . Transfected HeLa cells were gated out based on the indicated intensity (± 10%) of DsRed-Express, and used for calculating translational efficiencies. The average and the standard deviation from the three independent experiments were shown. Supplementary Table S1 . Sequences of the 5' UTRs containing Kt. Underlined nucleotides were altered to C in dKt construct. c The average and the standard deviation of the three independent experiments are shown. d The construction procedure resulted in a nucleotide change in the BglII site (AGAUCU) located at the 5' end of Kt to GGAUCU. 
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